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Multidrug-resistant (MDR) Acinetobacter spp. have been globally disseminated
in associated with the successful clonal lineage Acinetobacter baumannii international clone Il (IC
I1). However, the prevalence of MDR Acinetobacter species isolates remains low in Japan. We

performed the molecular characterization of clinical Acinetobacter species isolates collected
nationwide in Japan. This study revealed carbapenem-susceptible A. baumannii IC Il was moderately
disseminated in Japan. The low prevalence of acquired carbapenemase genes and the presumptive
domestic Sequence Types (STs) of Acinetobacter baumannii IC Il could contribute to the maintenance
of low rates of antimicrobial resistance among Acinetobacter spp. Furthermore, we performed whole
genome sequencing of the isolates with acquired carbapenemase genes and comparative analysis of the
plasmid sequences carrying the carbapenemase genes (blaOXA-23 or blaNDM, blalMP) are in progress.
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