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Development of identification of the ER stress to be involved in non-alcoholic
fatty liver disease and the new therapy
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The aim of this study is to clarify that ER stress is involved in NASH. We
confirmed the expression of ER stress in liver tissue of FLS and FLS-ob/ob model mouse. We analyzed
the gene expression of ER stress by using RT-PCR. Severe steatohepatitis was detected in 24 and 36
weeks in FLS-ob/ob mouse and liver fibrosis at 36 weeks of age, 48 weeks of age respectively. The
gene expression of Tgfbl, Collal and Timp-1 significantly increased at 24, 36 and 48 weeks compared
with FLS mouse. The gene expression of Tgfbl and Timp-1 increased as a week of age advanced. The
gene expression of Atf3, Nuprl and C-jun significantly increased at 24, 36 and 48 weeks compared
with FLS mouse. It was found that ER stress was involved in clinical condition extension of NASH,
and likelihood to clinical application was suggested.
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