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Explore new therapies targeting endoplasmic reticulumn stress response for
Hepatocellular Carcinoma
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Using genome-wide transcriptome profiles and in vitro validation, we
elucidated the mechanism of how ER stress transducer CREB3L2/BBF2H7 promotes hepatocarcinogenesis.
BBF2H7 is over-activated in hepatocellular carcinoma (HCC), and is associated with an aggressive HCC

subtype correlating with poor clinical outcome. At the molecular level, we found a partial fragment
of BBF2H7 to be competitively bound to a subunit of AP-1, thus blocking AP-1 transcriptional
activity and indirectly suppressing the stability of p53. In rescue experiments, we demonstrated
that this fragment is indispensable to the proliferation of HCC, suggesting a potential target for
the treatment of this common cancer.
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