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The 16S rRNA was purified from BALF obtained in patients with IPF and
analyzed using next-generation sequencing techniques to characterize the bacterial communities. In
addition, we investigated to identify miRNAs, which changed the expression levels during acute
exacerbation (AE) of IPF, and the associated genes regulated by the miRNAs through the comprehensive

analysis of paired serum miRNA expressions at stable and AE periods. The most prevalent lung phyla
were Firmicutes and Proteobacteria. We extensively analyzed serum miRNA expression levels and
identified several miRNAs, which expression levels were significantly changed during the AE period
compared to the stable period. Among them, we respectively introduced miR-122-5p and miR-151b, which
we could confirm the changes in expression levels using real-time PCR, into A549 cells.
Intracellular overexpression or suppression of these miRNAs revealed that they appeared to regulate
gene expressions associated with extracellular matrix.
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