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Involvement of gut microbiota changes induced by a westernized diet in the
pathogenesis of metabolic syndrome

Okubo, Hirofumi
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Matsuda index (MI) was lower in Japanese-American (J-A) than in

Native-Japanese (NJ) men with normal glucose tolerance. The gut microbiota composition in J-A men is
different, i.e., lower abundance of genera within the phylum Bacteroidetes, from that in NJ men.
Furthermore, the ratio between this gut microbiota and MI was positively correlated between the two
groups. These results suggested that a westernized diet induces gut microbiota changes, which might
be involved in insulin resistance.

High-fat high-sucrose diet (HFHSD)-fed mice showed gut microbiota changes and colon inflammation.
Miglitol treatment partially corrected these changes in the gut environment and showed a protective
effect against the development of HFHSD-induced non-alcoholic steatohepatitis. Thus, gut environment
might be a therapeutic target for metabolic syndrome.
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