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Role of polycomb histone methyltransferase EZH1 in hematologic malignances

Aoyama, Kazumasa
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Ezhl and 2 repress gene expression by catalgzing trimethylation at histone
H3 lysine 27 (H3K27me3). Here, we examined Ezhl+/-Ezh2A /A mice. ChIP sequence analysis revealed
that a cohort of PRC2 targets marked with higher levels of H3K27me3 than the other targets in
hematopoietic stem and progenitor cells (HSPCs), retained high levels of H3K27me3 in Ezh1l+/-Ezh2A
/A HSPCs. Moreover, using SKM-1 cells, derived from human MDS patients with EZH2 mutant, we showed
that repression of core PRC2 targets is critical for the maintenance of human PRC2-insufficient MDS.
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