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Detection of Low frequent mosaism in autoinflammatory diseases using molecular
barcode method
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Autoinflammatory diseases are classified as one of primary immune disorders,
and are inherited diseases mainly caused by genetic abnormalities of innate immune molecules. Some
autoinflammatory diseases are caused by somatic mosaicism. Although it is difficult with Sanger
sequencing, detection of a mosaic mutations is often performed using a next-generation sequencer,

but accurate detection is essential for use at a clinical level. i o
Using molecular barcode methods, we could accurately detect mosaic mutations. In addition, methods

to detect deletions and copy number abnormalities are under investigation.
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