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Elucidation of the mechanism of apoptosis resistance and the metabolic pathway
required for cutaneous T-cell lymphoma
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Cutaneous T-cell I¥mphoma (CTCL) is thought to escape immune surveillance
and gain apoptosis resistance, and gradually advance stage of disease. However the mechanism of
apoptosis resistance in CTCL remains unclear. In this study, 27 tissue samples of mycosis fungoides,
which is the most common form of CTCL, 18 samples of Adult T-cell leukemia/lymphoma, which caused
by human malignancy associated with human T-cell lymphotropic virus-type | and 34 controls were
available. Each clinical and histopathological feature was surveyed. We performed
immunohistochemical analysis related c-CBL E3 Ubiquitin Ligase expression, which is associated with
apoptosis in CTCL. To analyze expressions precisely, we constructed tissue microarray, which take a
core of the specimen from each donor tissue block and are arranged on a recipient paraffin block.
Immunohistochemical analysis was performed on constructed TMA for CD47 and signal regulatory
protein o . We are currently analyzing these results.
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