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Identification of molecules driving hepatic metastasis formation of gastric
cancer cells
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Liver metastasis remains a serious problem in the management of gastric
cancer (GC). Transcriptome data identified the overexpression of synaptotagmin VIl (SYT7) in GC
tissues with hepatic metastasis. SYT7 knockout inhibited the proliferation of GC cells and
attenuated cell migration, invasion, and adhesion. The tumorigenicity of SYT7 knockout cells was
moderately reduced in a mouse model of subcutaneous metastasis and was more strikingly attenuated in

a model of hepatic metastasis. The SYT7 levels in the primary GC tissues were significantly
associated with hepatic recurrence, metastasis, and adverse prognosis. SYT7 represents a tool for
prediction and monitoring of hepatic metastasis from GC as well as being a promising therapeutic
target.
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