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Comprehensive analysis of OA-related gene using NGS and pathophysiological
mechanism revealed by 5-hmc status change
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It is suggested that TWIST1 is highly expressed in human OA cartilage in the
next generation RNA sequence, and expression of TWIST1 increased 10-fold in OA cartilage tissue as
compared with normal cartilage tissue. Expression of MMP1 and MMP3 was elevated by overexpressin?
TWISTL in human chondrocytes. Overexpression of TWIST1 in a human immortalized chondrocyte cell line
confirmed a 5hmC status increase in the MMP3 promoter. When TWIST1 was constitutively overexpressed
in TC28, TET1 expression increased and TWIST1 expression was induced in TET triple KO fibroblast,
the induction of MMP3 expression was suppressed in TET triple KO cells.
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8 ) TWIST1 induces MMP3 expression
through up-regulating DNA
hydroxymethylation and promotes catabolic
responses in human chondrocytes Sci Rep.
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