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Basic research aiming to clarify taste disorder
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IT the taste essential to our daily lives is impaired, there is a risk of
causing a decrease in meal intake. There are reports of mental disorders in which initial symptoms
begin with taste disorder, but there are few basic research reports on causality. In this study, we
aimed to elucidate the mechanism of the onset that contributes to this disorder by investigating the

relationship between taste disorder and genes related to _psychiatric disorders.

First, we found that the KIAA2022 gene Is also present in the tongue surface and medullary
apophyllar nucleus in adult mice. In addition, as the axonal abnormality is caused by this gene
function reduction, the mechanism in glial cells was elucidated. As a result, when the KIAA2022 gene

was knocked down in this cell, various changes were observed as compared with the control group.
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@O XLMR protein related to neurite
extension (Xpn/KIAA2022) regulates
cell-cell and cell-matrix adhesion and
migration.

Magome T,Hattori T et al.
Int. 63(6) :561-569 (2013)

@ Loss of function of KIAA2022 causes
mild to severe intellectual disability
with an autism spectrum disorder and
impairs neurite outgrowth.

Van MaldergemL, Hou Q, et al. ,Hum Mol
Genet. 15;22(16) :3306-14 (2013)

Neurochem

® Transient expression of Xpn, an XLMR
protein related to neurite extension,
during brain development and
participation in neurite outgrowth.
Ishikawa T, et al., Neuroscience volume 214,
181-191(2012)

@ Spatiotemporal expression in mouse
brain of Kiaa2022, a gene disrupted in two
patients with severe mental retardation.
Cantagrel V, et al., Gene Expr Patterns
9(6):423-9. doi: 10.1016 (2009)

® Disruption of a new X linked gene
highly expressed in brain in a family with
two mentally retarded males

Cantagrel V,et al., J,Med Genet

41(10) :736-42 (2004)

® DISCl (disrupted—in—schizophrenia—1)
Regulates differentiation of
oligodendrocytes.

Hattori T et ai.,Plos One, Feb 7;9(2)
:e88506. (2014)
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