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Novel target genes for eyelid sebaceous gland carcinoma
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We evaluated the analysis of surgically derived samples with SGC of the
eyelid at Toyama University Hospital.The expression of BAG3, anti-apoptotic protein in various
cancers, was evaluated by immunohistochemistry.BAG3 was highlﬁ expressed in sebaceous gland
carcinoma of the eyelid. BAG3 may play an important role in the pathogenesis and progression of
sebaceous gland carcinoma of the eyelid.In addition, we performed global gene expression analysis of

surgical tissue samples of BCC of the eyelid by using a GeneChip system. Ingenuity pathway analysis
showed that the gene network in BCC of the eyelid.And we identified unique gene networks related to
cancer cell growth, tumorigenesis, and cell survival. These results of integrating microarray
analyses provide further insights into the molecular mechanisms involved in BCC of the eyelid.
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