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Rapid evaluation of antibacterial effects and drug selection using bacterial RNA

Hideaki, Yashima

3,300,000
pre-rRNA
PAO-1 pre-rRNA 3
pre-rRNA
pre-rRNA PCR
6

In order to construct the optimal drug selection method for treatment of
infectious diseases, the nucleic acid that fluctuates relating the growth rate of bacteria called
pre-rRNA was used as a marker, and a rapid method for determining the effect of antibacterial drug
was examined.

As a result of examining the relationship between bacterial growth and pre-rRNA of Pseudomonas
aeruginosa PAO-1 strain, it is possible to determine sensitivity to bacteria using pre-rRNA value
per bacteria 3 hours after meropenem exposure. On the other hand, exposure to ciprofloxacin resulted
in the greater reduction in per-bacterial pre-rRNA levels compared to meropenem, and no significant
change was seen in tobramycin. We found that the profile of pre-rRNA has features of each drug of
mechanism of action. Although we have been examining the determination method common to each drug,
we have not yet built a model, and are conducting a comprehensive search of bacteria-derived

proteins.
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