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Identification of molecular target of high risk pediatric AML by comprehensive
genetic analysis
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) Lots of gene alterations were identified and used for risk stratification by
next generation sequencing. We iInvestigated genome-wide DNA methylation patterns in pediatric
patients with AML, and enabled to predict the prognosis particular in patients with FLT3-1TD which

was known as adverse prognostic marker.
Surprisingly, when we examined the relation between high PRDM16 expression and PRDM16 methylation
sites, most of hypermethylatedion sites were gene body, and located at important regions which were

the targets of repressed polycomb in leukemic blast cells.
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