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Matsutake "Shiro™ revealed through amplicon sequencing analysis
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In this study, we have investigated the microbiome of soil bacteria and

fungi in Matsutake-Shiro using amplicon sequencing. Furthermore, we tracked the Tricholoma matsutake
in Matsutake-Shiro using nuclear SSR markers and grasped the genetic structure of the T. matsutake.
Amplicon sequencing analyses revealed that Matsutake-Shiro had a characteristic microbiome, but the
change in microbiome could not be clearly detected in a few years even after thinning shrub and
removing A0 layer. It was difficult to judge the transition to an environment in which T. matsutake
fruiting bodies occur.
Nuclear SSR marker analysis revealed that individual identification of T. matsutake from
Matsutake-Shiro is possible. Furthermore, the results of genetic structure analysis at the
prefectural and national levels showed that the degree of genetic differentiation of domestic T.
matsutake fruiting bodies between regions was low.
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