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Molecular analysis of bone marrow failure syndrome modeled on donor derived bone
marrow failure syndrome

Yasuda, Takahiko
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We experienced four patients with bone marrow failure syndrome after
allogeneic stem cell transplantation who sustain donor derived hematopoiesis. We aim to clarify a
molecular mechanisms for development of bone marrow failure syndrome using specimens of patients of
donor derived bone marrow failure syndrome. Whole exome sequencing revealed 5-10 somatic mutation
with low allele frequencies in each patients. Low burden of clonal hematopoiesis with somatic
mutations might be a characteristics of this complications after allogeneic stem cell
transplantation.
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