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Structural study of FIP200, a scaffold protein of mammalian autophagy
initiation complex
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A lot of proteins involved in autophagy are widely conserved in eukaryotes
from budding yeast to humans. However, some proteins are unique factors to higher eukaryotes such as
human. One of which is FIP200, a scaffold protein of mammalian autophagy initiation complex.
In this study, we Ffirst prepared to stable region to use biochemical analysis and crystallographic
studies. Moreover, we crystallized and determined the structure of a part of FIP200. The C-terminal
region of FIP200 formed a parallel coiled-coil dimer. This result indicates that the large protein
FIP200 functioning as a scaffold protein assumes a parallel dimeric structure.
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