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Development of a new method of evaluating waste landfill sites using microbial
community analysis by next-generation sequencing
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Changes in microbial reactions within a landfill site can lead to the

generation of harmful gases and to the deterioration of leachate quality. Therefore, we analyzed the
microbial community structure of leachate by next-generation sequencing and explored the
possibility of applying this technique to a method of evaluating waste landfill sites. From
analyzing microbial communities in leachate at several different waste landfills, we estimated that
the organic matter and inorganic ion components of leachate and the type of landfill waste both
affect the microbial community structure. The present study has shown the possibility of using
microbial community structure as an indicator of the condition of a landfill and the change in the
quality of leachate.
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