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Molecular mechanisms underlying a plant phase-change from facilitative to
resistant responses against pathogens(Fostering Joint International Research)
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In order to identify calmodulin-like proteins (CML) that are involved in an
antiviral defese via interaction with virus RNA silencing suppressors (RSS), we sought CMLs that
have an affinity to RSS of cucumber mosaic virus, 2b. As a result, 6 CMLs including CML43 were found

to bind to 2b. Then, we screened endogenous proteins that bind to CML43 and identified two
proteins, which may be factors that mediate the CML associated antiviral defense.
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