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The basic design of post-hatch development of the pallium and examination of its
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The telencephalon can be subdivided into the pallium (dorsal part) and

subpal lium (ventral part). The pallium consists of multiple compartmentalized anatomical regions. In
this study, we found that the individual anatomical regions of the pallium comprise multiple clonal
units of new-born neurons. Each clonal unit was generated from a single progenitor cell during the
post-hatch stage. Here we dissected clonal units (about 30 units), which were genetically labeled
with GFP, and compared open chromatin profiles using ATAC-Seq. Here we showed significant
difference of profiles between the pallium and subpallium. In addition, individual clonal units have
specific profiles, suggesting that epigenetic modification might regulate gene expression of the
clonal units and “ lineage diversity” could generate compartmentalized structures of the pallium.
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