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Mechanisms for cancer development based on virus and human genome interaction
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We sequenced whole human papilloma virus genome DNA EHPV—WGS) derived from
human cervical pap smear test samples. Type classification by HPV-WGS and amplicon typing by L1
accord basically, but HPV not found by amplicon typing sometimes identified by HPV-WGS and mutations
are frequently found by HPV-WGS. Virus amount on papa smear is shown to have large variation.
Mutations in human gene, PIK3CA KRAS CDK N2A EGFR TP53 NOTCH1 and MYC, are hardly found, and
virus integrations sites are variable and are not common sites.
We are investigating present cervical conditions to stratify patients, progressed or naturally
cured, and we will search to find prediction marker for cervical disease prognosis.
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