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Difference in mutation distribution between adenocarcinoma in situ and early
lung adenocarcinoma
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We performed the targeted sequencing of 10 pair samples, including
non-invasive (adenocarcinoma in situ) and invasive lung adenocarcinoma tissue from never-smoking
female, using the lon AmpliSegTM Cancer Hotspot Panel v2. As results of sequencing, in three of ten
patients, EGFR and TP53 mutations were detected in both adenocarcinoma in situ and invasive lung
adenocarcinoma, however, driver mutations including EGFR mutations were only detected in
adenocarcinoma in situ. These results were similar to previous reported of lung cancer in Caucasian.
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