#R= C-19
HEREMHBIEHRRRBESE

Rk 22 4£ 6 H 8 HHLE

RIER : frE R

HZEHEAR : 2005~2009

AEES £ 17015008

MRFEER (X)) HBRBFERICE D HAABEMSZEIEDRS

HZeiERE®L (FEX) Development of cancer diagnostics based on genomic information

HERRE
M4 &S (ABURATANI HIROYUKI)
REKE - SinfZEMRE R 24— - #iR
ME&EEZS - 10202657

FFZeR SO (Fis0) : BB TRBL. 7 A3 —%. DNA A FIALIESR 2 &S0 i
HZLIZKORAVERBILT D2 ERNAETH Y . B FE RN L b CTHEBHEER 4 FE
T D7 DI NE RO ETHLEETH D,

WFZER R OB () : Integrated analysis of gene expression, genomic copy number and
DNA methylation profiles has enabled stratification of cancer patients and will be crucial

in applying personalized treatment.
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