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Malignant lymphomas including MALT, lymphoma, mantle cell lymphoma diffuse large Bcell
lymphoma and T/NK lymphoma were analyzed by means of array CGH. It was found that each
disease entity has characteristic genomic alteration patterns. Some of such regions were further
investigated and some of these target genes were identified. The most striking finding was that
ATLL lymphoma type was not distinguishable from PTCL-U with genomic alterations, indicating
that these two disease may be regarded as the same disease entity.
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