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Deve lopment of methods for quantitative description and perturbation
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WEFERE R OMEEE (330) @ As a basis for understanding dynamics of biomolecular pathways
and networks, we developed novel methods for absolute quantification of gene expression
using next generation DNA sequencing, absolute quantification of protein—protein
interactions and quantitative analysis of ubiquitinated proteomes by mass spectrometry,
and real—-time monitoring of intracellular metabolites using FRET.
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