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e O (#3C) : We established a high-throughput SNP typing system, and
contributed to the finding of two new susceptibility genes to type 2 diabetes and
genome-wide association studies (GWAS) for panic disorder, Alzheimer disease, multiple
system atrophy, type 1 diabetes, etc. Furthermore, we identified two new susceptibility
genes to narcolepsy by GWAS, and performed genome-wide linkage study and candidate
gene analyses for tuberculosis and malaria.
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