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WFFER R DB (JE30) : Gibberellins (GAs) are essential regulators of many aspects of plant growth.
The homeostasis of GAs is maintained by negative feedback in plants. In this study, we found that a
kinase NtCDPK1 regulates the transcription factor RSG, which is involved in gibberellin feedback
regulation. Furthermore, we identified a DELLA interacting protein GAF1 and a MYB-like transcription

factor that is involved in the growth of petiole.
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