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Meiotic recombination plays crucial roles in establishment of genetic diversity and gametes
formation. The regulation of meiotic recombination involves various DNA-related processes.
This project uncovered that meiotic recombination initiator Spoll is activated by
phosphorylation of a Spol1l-accesspry protein Mer2 by Cdc7-Dbf4 kinase, which is a master
regulator of DNA replication cycle. We also discovered that Spoll distribution is regulated
by meiotic chromatid cohesion protein Rec8 and replication. In addition, we found several
factors involved in chromatin modification required for the activation of meiotic
recombination hotspots. Finally, we discovered a new class of long mRNA-type non-coding
RNA involved in chromatin control for the stress-induced gene activation in fission yeast.
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