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WFFE R S OBEFE (F3C) : Chromosomal DNA, an essential genetic element, should be precisely
replicated during cell growth, failure of which leads to cell death or cancer development.
In this research project, we have clarified molecular mechanisms by which DNA replicates
once and only once during cells dividing into two daughter cells. Especially, we found
that Cdtl protein is strictly regulated by multiple mechanisms, which are essential for
precise DNA replication. Base on these findings, we think that Cdtl would be a novel
target of anti—cancer drugs and we are now trying to find out such compounds. Inaddition,
it turned out that such mechanisms for DNA replication also contribute to maintenance
of other chromosomal functions.
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