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Estimate of the distribution and abundance of Japanese eel in rivers across
Japan using environmental DNA
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An environmental DNA survey was conducted in 265 rivers throughout Japan to
determine the distribution of Japanese eel. The results showed that eels are abundant in rivers on
the Pacific side of Honshu west of the Kanto region, in the Seto Inland Sea and on the west coast of

Kyushu. On the Sea of Japan side, however, eels inhabit the Noto Peninsula and westwards, but are
rarely found in the Hokuriku, Tohoku and Hokkaido.
Simulations of the transport of eel larvae showed that the location of high environmental DNA
coincided with the location of the larval arrival. This suggests that the transport of eel larvae in
the ocean is the main factor determining the distribution of eels in rivers. High environmental DNA
rivers tend to have higher total nitrogen concentrations. This suggests that eel survival and
growth are better in rivers with a high nutrient environment.
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