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Co-evolution of cold adaptability and immune function revealed from
physiological function and genome analysis.

Watanuki, Shigeki
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The purpose of this study was to clear the relationship between cold
adaptability and immune function, physiological reactions such as thermoregulation of humans and
various immune reactions, and genome / epigenome analysis. It is known that hypoxia and inflammatory

response are related in the high altitude environment which is one of the cold environments, but it
is not sufficiently clear what kind of change in immune response is caused by low-pressure hypoxia
exposure. Therefore, we investigated changes in blood components and immune system indicators before
and after exposure during low-pressure and hypoxia. As a result, the white blood cell count
increased and aldosterone and cortisol decreased. IL-6 and IL-8 were also increased. These results
suggested that short-term moderate hypoxic exposure induces some immune response.
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