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Development of SMAD for big query on big data

Shibuya, Tetsuo
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SMAD (Statistical Model-based Algorithm Design)
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A new technology for searching big data is desired. SMAD (Statistical
Model-based Algorithm Design) is a candidate for improving these searching algorithms. In this
research, we explored applications of SMAD technology to big query/big data searching problems. In
particular, we developed new searching technologies for individual genome databases, protein 3-D
databases, and natural language text databases. Moreover we succeeded in developing technologies for
privacy preserving, memory distribution for PCM memories, and next generation sequencer read
analysis.
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