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In this study, we revealed that medium-chain fatty acids induced expression

of insulin-sensitive genes through histone acetylation in adipocytes, induced growth and reduced the
risk of lifestyle-related diseases in later life by ameliorating insuficiency of insulin action and
by promoting expression of digestive absorption genes. In addition, medium-chain fatty acids
inhibited development of life style diseases such as obesity, insulin resistance and their
complications in adulthood, and repressed development of malnutrition-related diseases in old age.
Our results indicate that medium-chain fatty acids ameliorate organ functions by inducing histone
acetylation in cells in particular adipocytes and repress development of life-style diseases.
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