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Approximately 10-20 million of Human T-cell leukemia virus type-1 (HTLV-1)

-infected carriers have been previously reported, and approximately 5% of these carriers develop
adult T-cell leukemia/lymphoma (ATLL) with a characteristic poor prognosis. It is unknown why HTLV-1
causes ATLL and why HTLV-1/EBV co-infected B-cell lines are frequently established from ATLL
patients. To elucidate the mechanism of ATLL development and characterize the HTLV-1/EBV co-infected
B-cell lines, we performed a comprehensive analysis of HTLV-1 mutations and integration sites using
approximately 700 specimens obtained from asymptomatic carriers,HAM/TSP patients, and ATLL
patients. These analysis demonstrated a finding of ATLL specific HTLV-1 mutations and the usefulness
of monitoring HTLV-1 clonality for ATLL risk assessment.
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