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Transcription-coupled pre-mRNA processing in living animal
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We developed new methods to label and purify nascent precursor messenger
RNAs (pre-mRNAs) in a nematode worm C. elegans. With the methods, we revealed dynamics of pre-mRNA
processing such as trans-splicing, cis-splicing and cleavage at a polyadenylation site for the first
time in multicellular organisms. We also analyzed nascent pre-mRNAs in a splicing factor mutant and
revealed effects of the factor on the dynamics of pre-mRNA processing.
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