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DREAM complex is known as large protein complex containin? both E2F and
MYB3R, which is expected to be involved in regulation of cell cycle genes, generally in eukaryotes.
In this study, we identified three new candidates for the subunits constituting the protein complex
in Arabidopsis. In addition, we generated and characterized the plants with multiple mutations in
E2F family genes, and showed that main role of plant E2F may be negatively regulating cell
proliferation through repressing S phase genes. By our genome-wide identification of target loci in
Arabidopsis, we revealed that binding sites of E2FA, E2FB, E2FC, RBR and MYB3R3 are all frequently
coincided with each other throughout the whole genome, suggesting formation of the large protein
complex associating with the target genes.
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ED X ) 72 THEEERIICAE DN TN D D h, £, ZOMEEROERICED X H AR
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MR & E BT L 2B T 0T 4 2 7 AT 21T > 12 DOFE %, E2FB-GFP %
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72o —J7. E2FA-GFP % W\ CHEILKERIC T 0T 4 2 7 AT 17 > 7234 121%. DREAM
complex |ZBH T DR 7 AN THZ LN TERPoTe, ZOZEIFE, B2F 77 I U —D AN
— 23 —FEIZ DREAM complex Z4&% L TS TldZe . 74 YV 7 4 — A Lo THEHERIEAK
NDOBEENR > TG Z EBHERI SN 7=, DREAM complex DFariakA+ & L CREE L= 2
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M7 BERE T H D ATREMENE 2 BTz, — 07, TERM DI EIRMELIA 1 & L COMREN S ST
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B OMNTT D702, gigl REVIZEEET 228 BARO BLEE, ZRAKD D OFRKEBE T DRE %
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To7, REUZ XY EIM-GFP % crl 28 BRIE N U TR RUBAIRBE T L7 & 2 A, GFP #
HPRERERIAC L SN Z G EIM I E 7T A F ROMGIZHIELTWAD L i LT,
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E OB CHEEFEREWVIR NN oT2, TTAF NITRBETDHEIMBED X HITHEFELTWD
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