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Origin of adaptation and population genomics in the ancient Lake Biwa

Watanabe, Katsutoshi
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This study aimed to elucidate the evolutionary processes of genetic bases of

adaptation in fish species endemic to Lake Biwa, an ancient temperate lake. For this purpose, we
first determined the whole genome sequences of multiple endemic or related species, which included
those diverged over various time scales. Then, we conducted several genomic analyses including those

of gene expression, genome-wide comparison, identification of responsible genes and genetic
variation, and spatio-temporal distribution of the variation. As the results, several aspects of the

genetic background of adaptations to unique environments of Lake Biwa (pelagic/deep/rocky zones)
were revealed in this study.
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