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Development of mycovirus resources and its usage
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Mycoviruses are discovered with the potential to regulate non-welcomed fungi
such as phytopathogenic fungi. It leads an intensive virus hunting worldwide. In this study, 40
mycoviruses are newly identified and characterized, that are mostly isolated from Fusarium species.
The study found some of those viruses altered basic metabolites productivity and mycotoxin
biogenesis, suggesting the viruses are fundamental disturbant element in fungi In addition, the
study identified virus cis-acting elements important to virus gene expressions, and applied these
for multiple expression of foreign gene in filamentous fungi, for the first time. Overall, the study
showed new aspects of mycoviruses that are useful as an experimental tool and a fungal metabolism
disturber.
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Fig.1. Colony morphology and dsRNA
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