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Establishment of tailor-made adjuvant therapy for pancreatic cancer with
biomarker using JASPAC 01 samples

Uesaka, Katsuhiko
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The specimens were available for 326 of 377 (86.5%) patients. High
expression of hENT1 and DPD was observed in 100 and 63 of 326 patients (30.7% and 19.3%),
respectively. In the S-1 arm, the median overall survival (0S) for the S-1-treated patients with low
hENT1 was 58.0 months compared with 30.9 months for those with high hENT1, with hazard ratio of 1.
75 (P = 0.007). In contrast, there were no significant differences of 0S, stratified by DPD
expression in the S-1 arm and hENT1 and DPD expressions in the gemcitabine arm.
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