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Genome-wide linc RNA analysis in patients with neuropathic pain
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Chronic postsurgical pain (CPSP) is an unpleasant complication after
surgery. However, the molecular genetic mechanisms underlying CPSP have not been fully elucidated.
The aims of this study were to determine the whole genome-wide change in long non-coding RNA gene
expression in the rat spinal cord and dorsal root ganglions and to try to determine the involvement
of long non-coding RNAs in CPSP. The results of a behavioral study showed that pain-related
behaviors persisted for over 60 days in the CPSP model rat but not in sham-operated rats. Whole
transcriptome sequencing showed that AABRO7007055.1 gene expression was significantly increased in
both spinal cord and dorsal root ganglions of the CPSP model. We focused on AABRO7007055.1 gene as a

candidate associated with CPSP. The findings suggested that the change in AABRO7007055.1 gene
expression level may be involved in the molecular mechanisms underlying the development of CPSP.
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AC134224.3 912 0.76 0.004
AC134224.1 2258 0.77 0.01
AABRO7007055.1 158 1.25 0.07
AABRO7000382.1 72 6.44 < 0.00000001
AABR07017145.2 2787 0.67 0.0000023
AABRO7007055.1 424 1.90 0.0000077
AABR07044837 .2 18 1.79 0.000067
AABR07038849.1 354 0.72 0.01
AABR07005593.1 27 1.45 0.05
AC108616.2 76 0.69 0.05
AABRO7034750.1 905 0.85 0.06
AABRO7056953.1 83 1.44 0.06
AABRO7000385.2 116 0.73 0.06
AABR07021547.1 231 1.31 0.09

FPKM: fragments per kilobase of exon per million mapped reads
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