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Comparative genomic analyses of cichlids and othe organisms in Lake Victoria to
understand molecular mechanism of adaptive ratiation

Nikaido, Masato
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We proposed and examined the hyﬁothesis that the adaptive radiation and
parallel evolution of cichlids of Lake Victoria, was achieved through natural selection on alleles
derived from standing genetic variation (SGV). During a total of three field surveys, we collected
about 500 cichlid specimens for 40 species of Lake Victoria and Lake Tanganyika, some of which were
used for whole genome analysis. We performed whole genome wide population genetic analyses on 18
cichlids (six individuals for three species each) by focusing on Dxy and Fst. As a result, we
succeeded in isolating highly differentiated genes among Lake Victoria cichlid species, and found
that many of them are derived from SGV. This study strongly suggests that a substantial number of
SGV-derived genes are involved in the speciation and adaptation of cichlids.
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Persistence of massive standing genetic variation in East African cichlids illuminated by genome-wide SINE insertion
analyses

21

2019

Genomic signatures for distinct adaptation processes among three cichlid species of Lake Victoria

21

2019

2019




Benedicto B. Kashindye Charles N. Ezekiel

43

2019

Hisayoshi Nozaki, Ryo Matsuzaki, Benedicto Boniphace Kashindye, Charles Nyarongo Ezekiel, Masanobu Kawachi, Mitsuto Aibara,
and Masato Nikaido

Colonial volvocines from Lake Victoria, Tanzania

Volvox 2019 in Tokyo

2019

V1R2

2019

2019

34




http://www.nikaido.bio.titech.ac.jp/

(Sasaki Takeshi)

(00581844) (32658)
(Takahashi Tetsumi)
(70432359) (24506)

(Aihara Mitsuto)

(12608)




