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In recent years, a new disease (bleaching disease) that causes the leaves of

rice plants to turn white has been occurring in Vietnam. The rice plants affected by the disease
turn white and die during growth, resulting in a drastic decrease in yield in the diseased fields.
At the beginning of this research, little research had been conducted on this disease, and the
disease incidence, pathogens, and conditions related to the disease were unknown. In this study,
through joint research with Vietnam, we clarified the occurrence of bleaching disease and conditions
related to the disease (low temperature, long rainfall, short fallow period, etc.), and identified
Methylobacterium indicum as the causal agent for the first time. In addition, through genome
analysis of Methylobacterium indicum, we found that the pathogenic gene is located on a plasmid, and
developed a highly sensitive method for detecting the pathogen in rice plants and soil by the LAMP
method.

Methylobacterium LAMP
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