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Single cell interactome analysis for the discovery of targets to overcome
anti-cancer drug resistance.
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From single-cell transcriptome data of tumor tissues, we developed a method
to analyze and visualize the entire cell-cell interaction (interactome) between various cells such
as cancer cells, fibroblasts, immune cells, and vascular endothelial cells. Using this method, we
performed interactome analysis of single-cell transcriptome data of normal gastric mucosa and
gastric cancer tissues from human samples, and gastric cancer tissues from the mouse model of
diffuse-type gastric cancer. The results suggest that signals from various cells, including
fibroblasts, may contribute to the progression of cancer. These included molecules that have been
reported to be associated with attenuated effects of anticancer drugs.
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Single-cell transcriptomics of a model mouse for diffuse-type gastric cancer reveal ligand-receptor interactions potentially
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