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Analysis of chromatin dynamics during replication and transcription using
permeabilized cells
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In eukaryotes, DNA is stored in the cell nucleus by forming a structure
called chromatin. Chromatin regulates gene expression, which enables to produce cells with different
functions, by changing its structure. A factor that alters the structure of chromatin is the
diversity of histones, which are major components of chromatin. The structure and function of
chromatin correlate with incorporated histone subtypes (histone variant), which has a similar amino
acid sequence to the canonical histone. However, it is not clear how each histone variant is
deposited to a specific region of chromatin. In this study, we found that the structure of
chromatin regulates histone incorporations.
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