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Why noroviruses are accumulated in oysters: To unravel the mechanisms

Omura, Tatsuo
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The dynamics of norovirus, one of the causative agent of infectious
gastroenteritis, in the estuarine environment is not well understood. In this study, based on the
hypothesis that planktons in seawater can be the important carrier of norovirus to oysters, field
study was conducted. Norovirus GIl RNA were detected from sorted zooplankton and phytoplankton
samples, and oyster digestive tissues. The maximum concentrations of norovirus GIl RNA were 3900
copies/L in plankton samples, 58 copies/individual of zooplankton, and 2000 copies/g of oyster
digestive tissues. DNA metabarcoding analysis indicated that oysters prey on zooplankton (phylums
Cercozoa and Ciliophora) and phytoplankton (phylum Chlorophyta, and Ranthkea_octopunctata).
Correlation of norovirus GIl with some specific planktonic species (e.g., Rathkea_octopunctata,
Sarsia_tubulosa) were found, implying the important roles of such species as potential norovirus
carrier.
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