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Epigenetics of Next-Generation Inheritance in Sperm Aging
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Several studies have suggested that advanced paternal age has deleterious

effects on epigenetic changes. We examined the relationships between DNA methylation in the sperm of
advanced age and neurodevelopmental disorders. We found a negative correlation to a sperm count and
age. The unique methylation pattern was shown with the aged sperm and associated with
neurodevelopmental gene regions. We found that the methylation alternations caused by exercise,
smoking, and diets.Our results suggest that the underlying mechanism for the epigenetic changes may
be the possibility of transgenerational epigenetic diseases of the male germ line and has the
potential to provide new insights into neurodevelopmental disorders.
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