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Establishment of precision medicine for cardiomyopathy using genome analysis and
single cell analysis
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In this study, we performed targeted sequencing on dilated cardiomyopathy
and hypertrophic cardiomyopathy in Japan. Dilated cardiomyopathy patients harboring TTN truncating
variants had better prognosis than those with LMNA variants. Most patients with TTN truncating
variants achieved left ventricular reverse remodeling, unlike most patients with LMNA variants. We
performed single cardiomyocyte RNA sequencing and single molecule fluorescence in situ hybridization

and elucidated heart failure patients with a high proportion of failing cardiomyocytes have
treatment resistance. To achieve the mechanism about the whole heart tissue of cardiomyopathy
patients, we are integrating the genome analysis and single cell analysis.
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