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Involvement of Wnt5a-Ror2 signaling in metastasis of oral squamous cell
carcinoma cells
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In this study, we focused on Wnt5a-Ror2 signaling to elucidate the molecular
mechanisms of metastasis in oral squamous cell carcinoma. At first, we examined the mechanisms of
cancer cell invasion and migration as the initiatory step for metastasis. The results reported that

the invasion and migration activities of SQUU-B cells with high expression of Ror2 were
dramatically enhanced by addition of rhWnt5a in concentration-dependent manner. Therefore, it was
suggested that Wnt5a enhanced the invasion and migration activities of 0SCC cells depending on Ror2.

Furthermore, we examined the association between clinicopathological findings and
Immunohistochemical expression of Wnt5a and Ror2 in OSCC specimens. As a result, the prevalence of
nodal metastasis and distant metastasis in the high Wnt5a and Ror2 groups was significantly higher
than that of the low Wnt5a or Ror2 groups. Therefore, this finding suggested that Wnt5a-Ror2
signaling was involved in the metastasis of 0SCC.
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