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The identification of factor for resistance to Burkholderia glumae
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Burkholderia glumae causes bacterial grain rot (BGR) and also bacterial
seedling rot (BSR). In the north part of Japan, BSR that caused by Burkholderia glumae is serious
problem compared with BGR. Therefore, we tried to identify the resistance gene to Burkholderia
glumae. First, we identified the cultivar KALUHEENATI that show resistance to Burkholderia glumae

compared with  Hitomebore . So, we did QTL-seq analysis using recombinant inbred line (RIL).
Interestingly, We got the QTL of KALUHEENATI type in Chr3. Additionally, KALUHEENATI can induced
ethylene signaling after inoculation to activate immune signaling, but not Hitomebore.
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1 NAM
. No. Founder

NAMO1 | 51 | Hitomebore KASALATH India aus WRC 02| F9 170

NAMO2 | 82 | Hitomebore KEIBOBA China indica WRC 17| F9 79

N AM NAMO3 | 55 | Hitomebore SHONI Bangladesh aus WRC 31| F9 123
NAMO4 | 56 | Hitomebore TUPA 121-3 Bangladesh aus WRC 32| F9 204

NAM NAMO5 | 57 | Hitomebore | SURJAMUKHI india aus WRC33| FO | 74
NAMO6 | 59 | Hitomebore RATUL India aus WRC 36 | F9 64

( 1) NAMO7 | 60 | Hitomebore BADARI DHAN Nepal aus WRC39| F9 80
NAMO8 | 61 | Hitomebore | KALUHEENATI Sri Lanka aus WRC 41| F9 237

. NAM19 | 63 | Hitomebore JAGUARY Brazil tropical-japonica WRC 47 | F9 140

g e notyp| ng NAM10 | 64 | Hitomebore REXMONT U.S.A. tropical-japonica WRC50| F9 | 187
SN P NAM11 | 65 | Hitomebore URASAN 1 Japan tropical-japonica WRC51| F9 143

NAM12 | 66 | Hitomebore TUPA 729 Bangladesh tropical-japonica WRC 55| F9 87

NAM13 | 67 | Hitomebore | DEEJIAOHUALUO China indica WRC 98| F9 27

. NAM14 | 81 | Hitomebore NERICAL West Africa| O.sativa/O.grabberima F9 36

G enome W|de NAM15 Hitomebore TAKANARI Japan indica F9 | 139
P NAM16 Hitomebore C8005 India aus F7 248
ASSOClaU on Stu dy NAM17 Hitomebore MOUKOTO China temperate-japonica F7 250
(GW AS) NAM18 Hitomebore NORTAI U.S.A. temperate-japonica F7 249
NAM19 Hitomebore SESIA Italia tropical-japonica F7 250

NAM20 Hitomebore HAYAYUKI Japan temperate-japonica F7 244
Total 3,021
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