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In the present research, we proposed that relying on chemical reaction
networks (CRNs) is a way to implement large DNA structures with a limited set of DNA strands,
producing families of structures rather than a single target structure. Our goal was to implement a
framework for the design and evaluation of sets of DNA strands capable of folding into rich families

of structures. We used the framework we developed during this project to analyze three libraries of
DNA strands with different features and analyzed the typical structures emerging from sets of
strands based on those libraries.
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